Top 5 and bottom 5 genes configuration for survival analysis


top 5

"CCNB1",    "GTSE1",    "LMNB1",    "BIRC5",    "CCNB2"

[bookmark: rstudio_console_output]P(Survival =  0  ) =  1     Genes states: 0 0 0 2 0 
P(Survival =  0  ) =  1     Genes states: 0 1 0 2 0 
P(Survival =  0  ) =  1     Genes states: 0 2 0 2 0 
P(Survival =  0  ) =  1     Genes states: 1 0 0 2 0 
P(Survival =  0  ) =  1     Genes states: 1 1 0 2 0 
P(Survival =  0  ) =  1     Genes states: 1 2 0 2 0 
P(Survival =  0  ) =  1     Genes states: 2 0 0 0 0 
P(Survival =  0  ) =  1     Genes states: 2 0 0 1 0 
P(Survival =  0  ) =  1     Genes states: 2 0 0 2 0 
P(Survival =  0  ) =  1     Genes states: 2 1 0 0 0 
P(Survival =  0  ) =  1     Genes states: 2 1 0 1 0 
P(Survival =  0  ) =  1     Genes states: 2 1 0 2 0 
P(Survival =  0  ) =  1     Genes states: 2 2 0 0 0 
P(Survival =  0  ) =  1     Genes states: 2 2 0 1 0 
P(Survival =  0  ) =  1     Genes states: 2 2 0 2 0 
[1] "##############"
P(Survival =  1  ) =  0.6118968 Genes states: 2 1 1 1 1 
[1] "##############"
P(Survival =  2  ) =  0.9245251 Genes states: 1 2 1 0 2 
[1] "##############"
P(Survival =  3  ) =  0.38342 Genes states: 1 1 2 1 1 



bottom 5

"BAK1",     "CHEK1",    "CDK1" ,    "PARP1",   "NRF1"

[bookmark: rstudio_console_output1]P(Survival =  0  ) =  0.860773 Genes states: 0 2 1 0 2 
[1] "##############"
P(Survival =  1  ) =  0.46235 Genes states: 1 1 1 2 1 
[1] "##############"
P(Survival =  2  ) =  0.9325218 Genes states: 2 0 0 2 0 
[1] "##############"
P(Survival =  3  ) =  0.3549603 Genes states: 0 1 2 1 1 

