Top 2 and bottom 2 genes configuration for TNBC White survival analysis


top 2

"CCNB1",    "GTSE1"
    
[bookmark: rstudio_console_output]P(Survival =  0  ) =  0.9102689 Genes states: 2 2 
[1] "##############"
P(Survival =  1  ) =  0.4212705 Genes states: 2 1 
[1] "##############"
P(Survival =  2  ) =  0.7500691 Genes states: 1 2 
[1] "##############"
P(Survival =  3  ) =  0.1739977 Genes states: 1 1 




bottom 2

"PARP1",   "NRF1"

[bookmark: rstudio_console_output1]P(Survival =  0  ) =  0.7193077 Genes states: 0 2 
[1] "##############"
P(Survival =  1  ) =  0.3156538 Genes states: 2 1 
[1] "##############"
P(Survival =  2  ) =  0.6639464 Genes states: 2 0 
[1] "##############"
P(Survival =  3  ) =  0.1458534 Genes states: 1 1 



