Top 3 and bottom 3 genes configuration for survival analysis



top 3

"BIRC5",  "RRM2",  "MYBL2"

P(Survival =  0  ) =  0.5898058 Genes states: 0 0 1 
[1] "##############"
P(Survival =  1  ) =  0.8032958 Genes states: 1 1 1 
[1] "##############"
P(Survival =  2  ) =  1     Genes states: 1 2 1 
P(Survival =  2  ) =  1     Genes states: 1 2 2 
P(Survival =  2  ) =  1     Genes states: 2 2 1 
P(Survival =  2  ) =  1     Genes states: 2 2 2 
[1] "##############"
P(Survival =  3  ) =  1     Genes states: 0 0 0 
P(Survival =  3  ) =  1     Genes states: 0 0 2 
P(Survival =  3  ) =  1     Genes states: 0 1 0 
P(Survival =  3  ) =  1     Genes states: 1 0 0 
P(Survival =  3  ) =  1     Genes states: 1 0 2 
P(Survival =  3  ) =  1     Genes states: 1 1 0 
P(Survival =  3  ) =  1     Genes states: 2 0 0 
P(Survival =  3  ) =  1     Genes states: 2 0 2 
P(Survival =  3  ) =  1     Genes states: 2 1 0 






bottom 3

"BTRC",  "EFNA4",   "PPP1CA"

P(Survival =  0  ) =  0.8295446 Genes states: 1 2 0 
[1] "##############"
P(Survival =  1  ) =  0.8644757 Genes states: 1 0 2 
[1] "##############"
P(Survival =  2  ) =  0.5298657 Genes states: 0 1 2 
[1] "##############"
P(Survival =  3  ) =  1     Genes states: 0 0 0 
P(Survival =  3  ) =  1     Genes states: 0 0 1 
P(Survival =  3  ) =  1     Genes states: 0 0 2 
P(Survival =  3  ) =  1     Genes states: 1 0 0 
P(Survival =  3  ) =  1     Genes states: 2 0 0 



