Top 2 and bottom 2 genes configuration for survival analysis



top 2

"BIRC5",  "RRM2"

P(Survival =  0  ) =  0.489426 Genes states: 0 0 
[1] "##############"
P(Survival =  1  ) =  0.7844456 Genes states: 1 1 
[1] "##############"
P(Survival =  2  ) =  1     Genes states: 1 2 
P(Survival =  2  ) =  1     Genes states: 2 2 
[1] "##############"
P(Survival =  3  ) =  0.7578475 Genes states: 2 0 







bottom 2

[bookmark: rstudio_console_output]"EFNA4",   "PPP1CA"


P(Survival =  0  ) =  0.7931457 Genes states: 2 0 
[1] "##############"
P(Survival =  1  ) =  0.8096145 Genes states: 0 2 
[1] "##############"
P(Survival =  2  ) =  0.2229605 Genes states: 1 2 
[1] "##############"
P(Survival =  3  ) =  1 Genes states: 0 0 




