Top 2 and bottom 2 genes configuration for survival analysis


top 2

[bookmark: rstudio_console_output2]"CCNB1",  "GTSE1"

[bookmark: rstudio_console_output]P(Survival =  0  ) =  0.6 Genes states: 0 1 
[1] "##############"
P(Survival =  1  ) =  1     Genes states: 0 0 
P(Survival =  1  ) =  1     Genes states: 1 0 
P(Survival =  1  ) =  1     Genes states: 2 0 
[1] "##############"
P(Survival =  2  ) =  0.6 Genes states: 2 1 
[1] "##############"
P(Survival =  3  ) =  0.4761905 Genes states: 1 1 





bottom 2

"E2F1",  "NRF1"

[bookmark: rstudio_console_output1]P(Survival =  0  ) =  0.3076923 Genes states: 1 2 
[1] "##############"
P(Survival =  1  ) =  1     Genes states: 0 0 
P(Survival =  1  ) =  1     Genes states: 0 1 
P(Survival =  1  ) =  1     Genes states: 0 2 
P(Survival =  1  ) =  1     Genes states: 1 0 
[1] "##############"
P(Survival =  2  ) =  1     Genes states: 2 1 
P(Survival =  2  ) =  1     Genes states: 2 2 
[1] "##############"
P(Survival =  3  ) =  0.3902439 Genes states: 1 1 




